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Contexto Nacional

Compromisso 3 que tem como proposito “estabelecer mecanismos de governanca de
dados cientificos para o avanc¢o da Ciéncia Aberta no Brasi
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Contexto Internacional

9 politicas Publicas @ Revistas cientificas

Holanda, Portugal, Franca, Australia, Exigéncia de dados, preprints,

EUA e Reino Unido open peer review, data papers
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Exemplo - Depodsito dos dados de pesquisa

Supplemental Table 1

Supplemental Table 2

Supplemental Table 3

40168_2020_804_MOESM7_ESM.xls (1715 k8)

[ Supplemental Table 6 £ Supplemental Table 7

{ Supplemental Table 4

Supplemental Table 5
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Supplemental Table 8 J Supplemental Table 9

Ressarch | Open Acoses | Published: 08 May 2020 ) S R S L
nioad PDF +
. . .
The neovaginal microbiome of transgender women T T
. Additional file 7 of The neovaginal microbiome of
post-gender reass:gnment surgery Sections Figures References transgender women post-gender reassignment . Sl (S
. . surgery
Kenzie D. Birse, Kateryna Kratzer, Christina Farr Zuend, Sarah Mutch, Laura Noél-Romas, Alana Abstract / Dataset posted on 07.05.2020, 06.07 by Kenzle D. Birse, Kateryna Kratzer, Chvistin Farr Zuend, Sarsh
amont, Max Abou, Emilia Jalil, Valdiléa Veloso, Beatriz Grinsztejn, Ruth Khalili Friedman, Kristina 7z \\ Mutch, Laura Nodl-Romas, Alana Lamont. Max Abou, Emia Jail, Vakdiéa Veloso, Beatriz Grinsztejn, oo
Broliden, Frideborg Bradley, Vanessa Poliquin, Fan Li, Carolyn Yanavich, Adam Burgener &1 & Introduction / Ruth Khaili Friedman, Kristina Broliden, Frideborg Bradloy, Vanessa Poliuin, Fan Li, Carolyn Yanavich,
= Adam Burgener, Grace Aldrovandi The neavaginal microbiome of ransgender
Grace Aldrovandi Results / \\ women post-gender reassignment surgery
" " fa b N Additional file 7: Supplemental Table 1. Percent coverage and mean normalized
Microbiome 8, Article number: 61 (2020) | Cite this article The neovagina associates with increased i... / o6 6 cterial spectral counts of KEGG ko level functions from neovaginal and cis vaginal SPRINGER NATURE
1670 Accesses | 11 Altmetric | Metrics e \\ Discussion ° 53‘ Table 2. Proteins abundant between
/ Conckusions / . o / neovaginas and cis vaginas. Supplemental Table 3. Enriched host pathways positively

Py

with the

compared to the cis vaginal compartment.

emistry

Methods Z
Abstract / 7z ‘\ e / Supplemental Table 4. Enriched host pathways negatively associated with the + Madicine
. o / Availability of data and P c neovaginal compartment compared to the cis vaginal compartment. Supplemental Table &/ Waciubioky.
7 7 6 7 e e ;
Background "\ . Ahhraviations e e 5. Human protein correlates of bacterial diversity as measured by Shannon's H index RIS
% Z / 0 6 / Supplemental Table 6. Enriched host pathways positively associated with bacterial + Ecology
Gender reassignment surgery is a proceduf@some tra n:%umcn (TW) undergo for Advertissment 6 7z diversity as measured by Shannon's H index. Supplemental Table 7. Enriched host . Ex)eqvu Scionces not eisewhoro cassifed
X . . . - ) « Cancer
gender-affirming purposes. This often Nudes the cons ion of a neovagina using existing \\ o / pathways negatively associated with bacterial diversity as measured by Shannon's H S sy

Prueba gratuita de la
de datos de Spr

penile and scrotal tissue and/or a sigmoid colon graftZhere are limited data regarding the
composition and function of the ncovaginal\%}inme representing a major gap in

index. Supplemental Table 8. Immune cell protein set signatures that overap with
signatures enriched in the neovagina. Supplemental Table 9. Taxa included in the
curated database and each taxa's protein detection from initial TREMBL bacteria

KEYW

iconom |

. . Proto d /
knowledge in neovaginal health. o \/ 7 e b
de 7z L iosrsecmcs |
Results Canadian Institutes of Health Research Fiocruz PMA National Institute of Allergy and Infectious Diseases
Metaproteomics was performed on secretions collected from the neovaginas (n = 5) and ENGE
: : : et . : ccey+cco

rectums (n = 7) of TW surgically reassigned via penile inversion/scrotal graft with (n = 1) or

without (n = 4) a sigmoid colon graft extension and compared with secretions from cis &) Springer Focoh TIMELIN EXPORT

vaginas (n = 32). We identified 541 unique bacterial proteins from 38 taxa. The most S'umsm i :cmmm = :thmn - 2 Refviorks
19.09.2019 10.02.2020 05.05.2020 Slix

abundant taxa in the neovaginas were Porphyromonas (30.2%), Peptostreptococcus (9.2%),
Pr lla (9.0%), Mobiluncus (8.0%), and Jonquetella (7.2%), while cis vaginas were
primarily Lactobacillus and Gardnerella. Rectal samples were mainly composed of Prevotella
and Roseburia. Neovaginas (median Shannon’s H index = 1.33) had higher alpha diversity
compared to cis vaginas (Shannon's H = 0,35) (p = 7.2E-3, Mann-Whitney U test) and were
more similar to the non-Lactobacillus dominant/polymicrobial cis vaginas based on beta
diversity (perMANOVA, p = 0.001, r? = 0.342). In comparison to cis vaginas, toll-like
receptor response, amino acid, and short-chain fatty acid metabolic pathways were increased

Supplemais] Tabls 1

éf"’e figshare
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(p < 0.01), while keratinization and cornification proteins were decreased (p < 0.001) in the : :n::w / e e 88 metabater :mwmmm ::wm — ::n —— =
neovaginal proteome, - [— / 0’\9 N . e .
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Availability of data and materials g 7 Qe" C? e ' -
16S rRNA gene sequence files and metadata for the TW and CW samples used in this study i) o ) e(\ 7 i — ’ . o
have been deposited in Figshare @ | oz 7 60 N\ [oS—— . P o
(https://figshare.com/articles/TW neovaginal rectal buccal seq/11690382; ‘: :::“: \\ 06 600 7 :u" ":;’:m — U D D
https://figshare.com/articles/CW 16S/11710227). Data sets including unrarefied OTU tables 5 s \\ (") 7 e—— o P o
from 165 rRNA gene sequence data, metadata, protein spectral count data, and R scripts used e Ve L : = =
in this study are available in GitHub (https://github.com/kmbirse/Birse etal Neovaginal- 7 \v et s ool o mazore
p— FS—— ssers o2 Pep—

Microbiome).
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Supplemental Tadle 2
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https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-020-00804-1
https://microbiomejournal.biomedcentral.com/articles/10.1186/s40168-020-00804-1
https://figshare.com/articles/dataset/Additional_file_7_of_The_neovaginal_microbiome_of_transgender_women_post-gender_reassignment_surgery/12258161
https://figshare.com/articles/dataset/Additional_file_7_of_The_neovaginal_microbiome_of_transgender_women_post-gender_reassignment_surgery/12258161
https://figshare.com/articles/dataset/Additional_file_7_of_The_neovaginal_microbiome_of_transgender_women_post-gender_reassignment_surgery/12258161
https://figshare.com/articles/dataset/Additional_file_7_of_The_neovaginal_microbiome_of_transgender_women_post-gender_reassignment_surgery/12258161
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Dados de pesquisa da Fiocruz em acesso aberto pelo
mundo

f|gsha re

Datasets: 13.253 Datasets: 4.686

> 5,4

AL GBIF

Global Biodiversity
Information Facility

Datasets: 5.211




Repositdrio Institucional de Dados de Pesquisas (RIDP)
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Ferramenta Escolhida

Dataverse gj

Lancado em 2006 pelo Harvard’s Institute for
Quantitative Social Science: 15 anos de Dataverse

O Dataverse é um Repositorio de Dados de codigo aberto para
compartilhar, preservar, citar, explorar e analisar dados de pesquisa.
Pesquisadores, autores de dados, editores, distribuidores de dados e
instituicoes afiliadas recebem o crédito apropriado por meio de uma
citacdo de dados com um identificador persistente (p. ex.: DOl ou
Handle). Cada conjunto de dados contém metadados descritivos e
arquivos de dados (incluindo documentacao e codigo que acompanham
os dados) (DATAVERSE PROJECT, 2018, traducao nossa).




Harvard Dataverse é o maior site

de repositorios com:

* 4.000 dataverses
(colecdes de conjuntos de dados)

e 99.145 conjuntos de dados

 475.304 arquivos

e 16 milhoes de downloads
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8.000 arquivos
disponibilizados
no Dataverse
se constituem em
documentos relacionados
aos 98.000 “conjuntos de
dados” de pesquisa

@ HARVARD

Dataverse

Search ~ About UserGuide Support SignUp Loglin

Harvard Dataverse > KWTRP Research Data Repository > Virus Epidemiology and Control (VEC) Dataverse >
Replication Data for: Whole genome sequencing and phylogenetic analysis of Human metapneumovirus strains from Kenya and
Zambia

N\ EKamau_HMPV_WGS_Readme.txt
Plain Text - 4.5 KB - Aug 5, 2019 - 0 Downloads
MDS5: 94e1f85ded6a0a8b4e99f460ba7de65f & Download
Dataset readme file

Documentation

Identity_graph_HMPVA_Ggene.csv

Comma Separated Values - 3.2 KB - Aug 5, 2019 - 0
Downloads

MD5: 85b9d82a093f56f425a618da56dbba64
Data L

Descriptive Metadata

B

Identity_graph_HMPVA_SHgene.csv

Comma Separated Values - 2.4 KB - Aug 5, 2019 -0
Downloads

MD5: 5eec8e812e0c9cddia81e7d31a7cf551

(6

Data files
D\ Identity_graph_HMPVB_Ggene.csv Dataset
@ Comma Separated Values - 3.6 KB - Aug 5, 2019 -0 Documentation
O Downloads
MD5: 991131141a43d62276cd3083fd78a7d9 \__/
[ I\ Identity_graph_HMPVB_SHgene.csv
@ Comma Separated Values - 2.6 KB - Aug 5, 2019 - 0
- Downloads & Download |
MD5: c8a3d807c5e88443678bcf3b68291802
script_2Jul2019.R
</> R Syntax - 3.0 KB - Aug 5, 2019 - 0 Downloads
- MDS5: 64531365d4f6caaeaf95549d170fdedd & Download

Replication code in R
@mercecrosas 17



Agenda de Pesquisa: Pandemia Covid-19

@ HARVARD

Dataverse
FA KLY
X

This is a general collection of COVID-19 data deposited in the Harvard

COVID-19 Data Collection

(IQSS and Harvard Library). Researchers who deposit their related dat:
Please use the contact link if you have any questions about this collec

Q Find

3,021 results found
v & Dataverses (16) 1 to 10 of 155 Results Content Type

¢ 5 Datasets (139) — item

e cotecton Coronavirus Disease Research Community - COVID-19

Dataverse Category NSF Spatiot (
r ) ! project

Recent uploads COVID-19 Data Sharing /BR & Japesp TSP &oworewy &

Publication Year : viD- Banco de dados compartilhados FAPESP

Licence Dampak Bencana ‘
i) Covid-19 terhadap | Working peper | Phginanical

Subject CCBY 4.0 Pariwisata di Ivermectin for Covid-19
;?f; ::d“m::“‘ft CC BY-NC-ND 4.0 s Sparavigna, Amelia Carolina COVID-19 Data Sharing/BR é uma iniciativa da FAPESP em cooperagéo com a Universidade de Sao Paulo, e
3 ¥ incialmente, participagao do Instituto Fleury, Hospital Sirio-Libanés e Hospital Israelita Albert Einstein, com o objetivo

de disponibilizar dados relacionadas a COVID-19 que possam contribuir para pesquisas desta tematica

[rersenmyterres SIRIO-LIBANES ALBERTE

Buscar no Repositorio

CCBY +CCO 1.04 Discussion of scholarly papers published on Ivermectin, starting from the article of Caly et al. in

available online April 3, 2020, and of some news that we can find about the use of this drug for t
CCBY-NC4.0 ) list of clinical trials is also given. The proposed di Os dados disponibilizados apresentam trés categorias de informagdes: dados demograficos (género, ano de
nascimento e regiao em que o paciente reside), dados de exames clinicos e/ou laboratoriais, além de informagdes
quando disponivel, sobre a movimentagao do paciente, como internagdes, por exemplo, e desfecho dos casos
Author Name Ca a from 01-15-2 show more 16 mare version(s) exist for this record como recuperacao e obito.

NSF Spatiot
t 4 CcCo

data, and base map. Ea a n Dic I ados D: mentar e fa njuni da e
Cada instituigao disponibilizou um Dicionario de Dados para documentar e facilitar o uso do conjunto. Toda e

§ p ; % Todo o repositorio
Item Type == qualquer publicagao utilizando este material deve conter a referéncia da fonte citando-o da seguinte forma X

dataset COVIPENDIUM: information available to support the development of med "Este trabalho utilizou dados disponibilizados pelo repositério COVID-19 Data Sharing/BR, disponivel em

countermeasures and interventions against COVID-19 https://repositoriodatasharingfapesp.uspdigital.usp.br/"

journal contribution
: ’ Martine DENIS; Valerie VANDEWEERD; Rein VERBEEKE; Anne LAUDISOIT; Tristan REID; Emma E-mail para contato: covid19datasharing@fapesp.br

Diane VAN DER VLIET,

The COVIPENDIUM, a living paper on the new coronavirus disease (COVID-19), provides a struct
scientific data about the virus, the disease and its control. Its objective is to help scientists ident COVID-19 Data Sharing/BR is an initiative of the Sao Paulo Research Foundation (FAPESP) in collaboration with the
publications on COVID-19 in the mass of information t University of Sao Paulo and participation of Fleury Institute, Sirio-Libanés Hospital and Israelita Albert Einstein
Hospital. Its goal is to publish open COVID-19 data to contribute to and foster research related to this topic Discover

14 more version(s) exist for this record This initiative makes available three kinds of anonymized data: demographics (gender, year of birth, and region of Autor
residency), clinical and lab exams, and hospitalization information - when available (including primary endpoints, and A

patient transfers)

Each institution has made available a data dictionary that documents its records.
Assunto

Any kind of publication that uses this data must reference it by the following citation

"This work used data obtained from the COVID-19 Data Sharing/BR, available at

https://repositoriodatasharingfapesp.uspdigital.usp.br/."

Contact e-mail: covid19datasharing@fapesp.br




Composicao de Grupo de Trabalho - Fase 1

CINCO / VPEIC

Coordenagao do GTCA no desenvolvimento das
estratégias para gestao, compartilhamento e
abertura de dados para pesquisa da Fiocruz;

ICICT

Experiéncia na coordenac¢ao da Rede de
Bibliotecas e do Repositdrio Arca

Representacao da Fiocruz no Compromisso 3
do 42 Plano Nacional de Governo Aberto.

COGETIC

Prover servigos de infraestrutura tecnolégica e Experiéncia na coordenacao do Sistema de
seguran¢a da informacgao para sistemas e rede Gestao de Documentos Arquivisticos e do
Fiocruz Preservo.

COC

IBICT e RNP

Responsaveis por conduzir as agoes que
envolvem a cria¢ao de infraestrutura
tecnoldgica federada de repositdrios de dados
de pesquisa no Brasil




RNP

Linha do tempo - Fase 1

5.421 datasets da Fiocruz disponiveis em

repositorios internacionais

Pesquisa em 10/02/2020 no Portal OpenAIRE

Convite em
julho de 2019

Atualizacao do
Inicio em planejamento Entrega em
agosto 2019 em outubro de Abril de 2020
- 2019

Seibict®

‘ Decisao de usar dados
disponiveis em
repositorios de dados
multidisciplinares

e o ZBN000 ¢ . ifigshare =

239

Datasets
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r.v- Entregas realizadas - Fase 1
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Composicao de Grupo de Trabalho - Fase 2

CINCO/VPEIC - Coordenacao,
organizacao das agendas e
assessoria juridica

*COC - Identificacao dos tipos
de dados de pesquisa

*GESTEC - Aspectos juridicos
relacionados a inovagao e
desenvolvimento tecnoldgico

*VPGDI - Acompanhamento
da fase 2 como parte
interessada

5

*ICICT - Plano de gestao dos
dados e Curadoria

-~

*COGETIC - Infraestrutura
tecnolodgica e seguranca da
informacao

*VPPCB - Acompanhamento
da fase 2 como parte
interessada

*|BICT, RNP e CNPQ -
Convidados externos




Objetivos- Fase 2







Macro atividade Semana l|Semana 2 | Semana 3 | Semana 4

Inicio do piloto 1
(apresentacao da
pesquisa)

Identificacao dos
tipos de dados

Aplicacao do plano de
gestao de dados

Levantamento das
guestoes juridicas

Depdsito e curadoria
dos dados

Avaliacao do piloto
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