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Hydroxyurea alters circulating 
monocyte subsets and dampens its 
inflammatory potential in sickle cell 
anemia patients
caroline c. Guarda1,2, Paulo S. M. Silveira-Mattos2,3,4,5, Sètondji C. M. A. Yahouédéhou1,2, 
Rayra p. Santiago1,2, Milena M. Aleluia1, Camylla V. B. figueiredo1,2, Luciana M. fiuza1,2, 
Suellen p. carvalho1,2, Rodrigo M. oliveira1,2, Valma M. L. nascimento6, Nívea F. Luz3, 
Valéria M. Borges  2,3, Bruno B. Andrade  2,3,4,5,7,8 & Marilda S. Gonçalves1,2

Sickle cell anemia (SCA) is a hemolytic disease in which vaso-occlusion is an important 
pathophysiological mechanism. The treatment is based on hydroxyurea (HU), which decreases 
leukocyte counts and increases fetal hemoglobin synthesis. Different cell types are thought to 
contribute to vaso-occlusion. Nevertheless, the role of monocytes subsets remains unclear. We 
investigated frequencies of monocytes subsets in blood and their response to HU therapy, testing their 
ability to express pro-inflammatory molecules and tissue factor (TF). We identified major changes in 
monocyte subsets, with classical monocytes (CD14++CD16−) appearing highly frequent in who were 
not taking HU, whereas those with patrolling phenotype (CD14dimCD16+) were enriched in individuals 
undergoing therapy. Additionally, HU decreased the production of TNF-α, IL1-β, IL-6, IL-8 as well as 
TF by the LPS-activated monocytes. Likewise, frequency of TF-expressing monocytes is increased in 
patients with previous vaso-occlusion. Moreover, activated monocytes expressing TF produced several 
pro-inflammatory cytokines simultaneously. Such polyfunctional capacity was dramatically dampened 
by HU therapy. The frequency of classical monocytes subset was positively correlated with percentage 
cytokine producing cells upon LPS stimulation. These findings suggest that classical monocytes are the 
subset responsible for multiple pro-inflammatory cytokine production and possibly drive inflammation 
and vaso-occlusion in SCA which is damped by HU.

Sickle cell anemia (SCA) is a genetic disease associated with important alterations of morphology and func-
tion of red blood cells (RBC) which cause a wide range of clinical manifestations linked to vascular injury and 
coagulation abnormalities1. The SCA is characterized by homozygosity of the hemoglobin S (HbS), and patients 
with this disease exhibit the most severe clinical forms1. Of note, polymerization of HbS triggers biochemical 
and morphological changes in sickle erythrocytes, which interact with other erythrocytes, as well as with retic-
ulocytes, leukocytes, platelets and endothelial cells leading to vaso-occlusive events (VOE)1,2, which is the main 
pathophysiological mechanism underlying SCA. VOE is thought to be caused at least by three components: (i) 
activation of endothelial cells and leukocytes due to adherence of sickle erythrocytes; (ii) nitric oxide (NO) con-
sumption by arginase and free hemoglobin as result of intravascular hemolysis; (iii) activation of coagulation 
cascades due to activation of endothelium and leukocytes, which drive blood flow obstruction and eventually 
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VOE1,3. Understanding the mechanisms driving susceptibility to VOE is critical to develop optimization of clini-
cal management and development of new therapeutic approaches of SCA patients.

Monocytes play an important role in innate immune responses. These cells originate from a myeloid pro-
genitor from bone marrow, circulate in peripheral blood for approximately 2–3 days until they undergo apop-
tosis or migrate to the tissues where they become macrophages and maintain the innate immune surveillance4,5. 
They represent a very versatile leukocyte population which is responsible for a wide range of activities involved 
in immune defense against pathogens, maintenance of immune tolerance as well as of homeostasis6. Human 
monocyte subsets are characterized based on dichotomous expression of the surface markers CD14 and CD16 
in classical (CD14++CD16−), intermediate (CD14+CD16+) and non-classical or patrolling (CD14dimCD16+) 
monocytes7. Such categorization is not stable and it has been shown that monocytes can turn from one subset to 
another depending on the microenvironment8. The diverse monocyte subsets exhibit distinct functions that can 
range from highly pro-inflammatory to immunosuppressant activities9. The involvement of monocytes subsets 
in the pathogenesis of several pathological scenarios has been evaluated, ranging from infectious diseases such as 
HIV infection10 and tuberculosis11 to inflammatory diseases such as atherosclerosis12 and myocardial infarction13.

In SCA, activated monocytes were shown to be associated with vascular dysfunction through different 
mechanisms. During vaso-occlusive crisis, monocytes activate endothelium by inducing nuclear factor-kappa 
B (NF-κB) translocation14. In addition, the direct contact with endothelial cells triggers upregulation of genes 
encoding adhesion molecules and cytokines15, aside from production of lipid mediators, adhesion molecules, 
and coagulation factors2,16, which may contribute to VOE. Importantly, increased levels of pro-inflammatory 
cytokines in SCA seem to be a critical factor contributing to onset of VOE. Elevated serum levels of TNF, IL-1β, 
IL-6 and IL-8 in SCA patients are correlated with endothelial cell activation, and increased cell expression of vas-
cular cell adhesion molecule-1 (VCAM-1) and intercellular adhesion molecule-1 (ICAM-1), as well as of soluble 
forms of these molecules17–19.

Moreover, monocytes are a main source of tissue factor (TF)20, a critical molecule involved in activation of the 
extrinsic coagulation cascade leading to thrombin generation20,21. In a recent study, we have demonstrated that 
TF-expressing monocytes are in the epicenter of chronic inflammation and persistent activation of coagulation in 
patients living with HIV10. These cells produce multiple pro-inflammatory cytokines and are related to increased 
cardiovascular risk in HIV infection10. In SCA, expansion of monocytes producing TF has been reported during 
VOE22. The exact mechanisms by which TF-expressing monocytes may drive VOE and/or cardiovascular com-
plications of SCA patients are not completely described.

Pharmacological treatment of SCA patients with severe clinical profile is based on hydroxyurea (HU) therapy, 
which has been associated to beneficial effects on the microvasculature and decreased occurrence of VOE and 
other clinical complications23. This drug exhibits cytostatic properties through the inhibition of ribonucleotide 
reductase, which stops cell division. Moreover, HU decreases neutrophil, monocyte and reticulocyte counts in 
peripheral blood, as well as the expression of adhesion molecules and cytokines; while increasing synthesis of fetal 
hemoglobin (HbF)24. Considering the intricate mechanisms related to SCA pathogenesis, we aimed to investigate 
in detail the effect of HU therapy on circulating monocytes subsets and on their ability to express TF as well as 
pro-inflammatory cytokines upon activation in SCA patients. Furthermore, we tested association between mono-
cyte activation phenotypes and occurrence of VOE.

Our findings indicate that HU therapy induces substantial changes in frequency of monocyte subsets as well as 
in their capacity to promote inflammation and coagulation, which was associated to occurrence of VOE in SCA. 
Collectively, our data suggest that HU treatment modulate the inflammatory response driven by the monocytes.

Results
Impact of hydroxyurea therapy on laboratory parameters and clinical manifestations. The 
groups of participants were similar with regard to age and gender (Table S1). HU therapy was associated with 
improvement of most of biochemical and hematological parameters, including increases in hemoglobin levels 
and values of hematocrit, as well as reduction of LDH and AST concentrations. In addition, we observed a 2-fold 
increase in HbF levels and decrease of HbS levels (Table S1). HU use was also associated with decreased number 
of VOE, but no other change in clinical manifestations was noted in this specific study population (Table S2). 
The two patients underoing HU therapy experienced one episode of VOE six months prior to blood drawn and 
referred HU use for the last 6 years.

Characterization of monocytes subsets of SCA patients under hydroxyurea therapy. Monocyte 
counts were decreased in SCA patients undergoing HU therapy (Fig. 1A). We next performed multicolor flow 
cytometry assays to better define the effects of HU treatment on monocyte subsets. The experiments revealed 
that HU decreased frequency of CD14++CD16− monocytes, while CD14dimCD16+ were increased compared 
with that of patients not undergoing HU therapy (Fig. 1B,C). No statistical significance was found in frequency of 
monocytes subsets expressing both CD14+ CD16+ between individuals undertaking or not HU. Altogether these 
results suggest that HU induces substantial changes in monocytes subtypes in peripheral blood.

Modulation of cytokine production by monocytes driven by hydroxyurea. We tested the effect 
of HU on cytokine production by monocytes. In unstimulated conditions, frequencies of monocytes expressing 
TNF-α, IL-1β or IL-6 were similar between the groups of patients taking or not HU (Fig. 2). Nevertheless, mono-
cytes producing IL-8 were significantly expanded in patients not undergoing HU therapy (Fig. 2). Upon LPS 
challenge in vitro, monocytes were able to increase the production of TNF-α, IL-1β, IL-6 and IL-8 independent of 
the clinical group (Fig. 2). Importantly, HU use was associated with decreased capacity to produce TNF-α, IL-1β 
or IL-6 relative to that in patients who were not under HU therapy (Fig. 2). Production of IL-8 was not affected 
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Figure 1. Hydroxyurea therapy induces major changes in peripheral blood monocyte subsets in patients with 
sickle cell anemia. (A) Total monocyte counts in blood examined by clinical cell counter in peripheral blood 
were compared between sickle cell anemia patients undertaking (n = 17) or not (n = 20) hydroxyurea using 
the Mann-Whitney U test. *p < 0.05. (B) Representative FACS plot of monocyte subsets examined by flow 
cytometry in PBMC. Overall gating strategy is shown in Supplementary Fig. 1. (C) Frequencies of indicated 
monocyte subsets PBMC between the study groups were compared using the Mann-Whitney U test. (HU group 
n = 17 and no HU group n = 20). *p < 0.05, ***p < 0.0001.

Figure 2. Hydroxyurea therapy negatively impacts production of pro-inflammatory cytokines of monocytes 
in response to LPS. PBMC from sickle cell anemia patients were incubated with 100 ng/mL LPS in vitro and 
intracellular cytokine staining assay was performed to test whether hydroxyurea treatment in vivo induces 
changes in the capacity of monocytes to respond to LPS by producing TNF-α, IL-1β, IL-6 and IL-8. Data 
represent frequency of monocytes. HU group n = 17 and no HU group n = 20. At each experimental condition, 
the study groups were compared using the Mann-Whitney U test. *p < 0.05, ***p < 0.0001.
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Figure 3. Sickle cell anemia-associated tissue factor production by monocytes in response to LPS is diminished 
by hydroxyurea treatment in vivo. (A) PBMC from sickle cell anemia patients were incubated with 100 ng/mL 
LPS in vitro and intracellular cytokine staining assay was performed to test whether hydroxyurea treatment 
in vivo induces changes in the capacity of monocytes to respond to LPS by producing tissue factor (TF). Data 
represent frequency of monocytes. HU group n = 17 and no HU group n = 20 At each experimental condition, 
the study groups were compared using the Mann-Whitney U test. **p < 0.01, ***p < 0.0001. (B) Mean 
Fluorescence Intensity (MFI) of TF expression by monocytes at indicated experimental conditions is shown. 
No statistically significant differences were observed. HU group n = 17 and no HU group n = 20. (C) Frequency 
of TF-expressing monocytes upon LPS stimulation was compared between SCA patients presenting or not 
previous occurrence of vaso-occlusive events (VOE). VOE group n = 11 and no VOE n = 26. The study groups 
were compared using the Mann-Whitney U test. *p < 0.05. (D) Receiver Operator Characteristics (ROC) curve 
analyses was employed to test whether frequency of TF-expressing monocytes after LPS stimulation could 
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by HU treatment. These effects of HU were not linked to differences in cell death before and after LPS stimulation 
(data not shown).

Effect of hydroxyurea treatment in tissue factor expression and vaso-occlusion events. Aside 
from producing pro-inflammatory cytokines upon stimulation, monocytes are also able to promote coagula-
tion. Hence, we evaluated production of TF, a central molecule involved in activation of coagulation cascade, in 
our in vitro system. We found that unstimulated cells from both clinical groups displayed similar frequency of 
TF-expressing monocytes (Fig. 3A). Upon LPS-driven activation, percentage of TF-expressing monocytes was 
dramatically increased in patients not undergoing HU treatment but remained unchanged in those using HU 
(Fig. 3A). We did not find differences in mean fluorescence intensity values between the clinical groups and 
experimental conditions, which indicates that rather than interfering with magnitude protein production per cell 
basis, HU affected the expansion of cells expressing TF.

tf-expressing monocytes are associated to vaso-occlusive events. Additional analyses revealed 
that activated TF-expressing monocytes were associated with previous occurrence of VOE (Fig. 3C). ROC and 
C-statistics analyses were used to evaluate the association between VOE and TF-expressing monocytes. The 
greater the area under the ROC curve (AUC) the better the model is at discriminating between increased TF+ 
monocytes frequency and patients who had VOE from those who had not. Patients who had previous history 
of VOE had increased frequency of TF-expressing monocytes (Fig. 3D). This finding indicated that frequency 
of TF-expressing monocytes may serve as a biomarker of VOE. We next, we evaluated the ability of the dis-
tinct monocyte subtypes to produce TF. Interestingly, in unstimulated cells, the HU therapy was associated with 
decreased frequency of TF-expressing CD14+CD16+ monocytes (Fig. 3E). However, LPS stimulation induced an 
increased in the frequency of TF-expressing CD14++CD16−, in patients not undergoing HU treatment compared 
with that using HU (Fig. 3E). These results uncover differential ability to induce TF expression among the distinct 
subsets of monocytes in SCA patients.

Capacity of monocyte to produce multiple inflammatory cytokines is affected by hydroxyurea.  
We next examined the capacity of monocytes to produce multiple pro-inflammatory cytokines simultaneously 
upon LPS-driven activation in vitro. Upon stimulation, TF− monocytes from patients who were not taking HU 
predominantly produced IL-1β, TNF-α or both cytokines simultaneously (Fig. 4A). On the other hand, in the 
same clinical group, TF+ monocytes exhibited the ability to produce more frequently IL-1β, IL-6, IL-8 and TNF-α 
simultaneously. Interestingly, HU therapy reduced the capacity of monocytes to produce multiple cytokines upon 
activation (Fig. 4A,B). Thus, the overall function profile in terms of cytokine production was different between 
TF− and TF+ and also between the two clinical groups stratified by HU therapy (Fig. 4C). The frequency of 
monocytes producing more than one cytokine after the LPS challenge was statistically different, and this poly-
functionality was shown to be dramatically reduced in the monocytes of patients who were taking HU (Fig. 4D).

Frequency of classical monocytes ex vivo and capacity to produce pro-inflammatory 
cytokines upon LPS stimulation in vitro. After assessing monocytes polyfunctionality, we sought to 
see whether frequency of classical monocytes in peripheral blood ex vivo was associated with capacity to pro-
duce pro-inflammatory cytokines upon LPS stimulation in vitro. Spearman correlation analyses revealed that 
frequency of monocytes expressing CD14++CD16− in the entire study population exhibited strong positive asso-
ciation with percentage of monocytes expressing TNF-α+, TF+, IL-1β+, IL-6+ and IL-8+ upon LPS stimulation 
(Fig. 5A). Noteworthy, in patients undergoing HU therapy reduction of CD14++CD16− frequencies was propor-
tional to reduction of cytokine production (Fig. 5A), implicating the classical monocyte subset was a potential 
source of such pro-inflammatory molecules. Of note, frequencies of the other monocyte subsets did not signifi-
cantly correlated with the frequency of cells expressing these inflammatory mediators (Fig. 5B).

Discussion
Chronic inflammation and persistent activation of coagulation, with systemic involvement, are main features 
of SCA. This disease has a high prevalence and incidence worldwide and a very complex pathophysiology1. 
Although HU is considered the main therapeutic option for SCA, the specific mechanisms leading to improve-
ment of clinical manifestations is not completely described. As previously described25–27, HU therapy has been 
associated with improvement of hemolysis markers, increased HbF and decreased HbS levels as well as reduction 
of monocyte counts. Our results are in agreement with a previous study reporting that HU therapy reduced fre-
quency of VOE and pain crisis27.

The biological relevance of the role of monocytes in SCA has been previously demonstrated, such as involve-
ment with VOE14,15. Nevertheless, details regarding monocytes subsets, activation pattern and cytokine produc-
tion profile in SCA are not fully understood. Frequency of monocytes subsets identified herein are in agreement 
with previous characterization in healthy peripheral blood, where the majority has classical phenotype whereas 
around, 6.7% exhibits intermediate and 9.3% non-classic markers7. In contrast, a previous study has found that 
75% of monocytes from patients with SCA exhibit a CD14+CD16+ pro-inflammatory phenotype28. Differences 

discriminate patients with previous occurrence of VOE from those who had not, as a way to measure strength of 
association. AUC, area under the curve. (E) Frequencies of TF-expressing monocyte subsets was compared were 
compared between the indicated groups using the Mann-Whitney U test. HU group n = 17 and no HU group 
n = 20. *p < 0.05, ** p < 0.01, ***p < 0.0001.
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in study populations and/or methodological in gating strategy during flow cytometry assays could at least in part 
explain these discrepancies. Our results demonstrated that HU therapy decreases frequency of classical mono-
cytes (CD14++CD16−) while increasing percentage of non-classical monocytes (CD14dimCD16+). Previous stud-
ies have shown that HU increases frequency of non-classical monocytes29 although the activation status of this 
subset has not been evaluated. We hypothesize that HU may directly induce differentiation of classical monocytes 
into non-classical/patrolling phenotype by increasing CD16 expression. Future studies are warranted to answer 
this question.

The specific pathways driving monocyte activation in SCA are not entirely elucidated. Previous studies have 
suggested participation of some agonists of toll-like receptor 4 (TLR4), such as free heme30, high mobility group 
box 1 (HMGB1)31 and heparan sulfate32. It is already known that monocyte activation through TLR4 leads to 
increased production of TNF-α33 which can amplify TF and VCAM-1 expression in endothelial cells33. Our 
experiments demonstrated that upon LPS challenge, monocytes from SCA individuals who were not under HU 
therapy exhibit increased expression of TNF-α, IL-1β and IL-6 compared to that from those who were taking 
the drug. Furthermore, unstimulated monocytes from SCA individuals who were not under HU therapy already 
exhibited increased expression of IL-8. Therefore, the production of pro-inflammatory cytokines seems to be 
strongly modulated by HU34. Several studies include monocyte-activating molecules (such as LPS, TNF-α) in 
order to increase the responsiveness of the cells and to emphasize an activated phenotype7,35. Monocytes were 
obtained from patients in steady-state (in absence of inflammatory crisis), thus we decided to challenge the cells 
with LPS, in order to increase cytokine and TF production and to mimic an activation process. We found that 
monocytes from patients treated with HU produced less cytokine, which allows us to suggest that although LPS is 
able to activate the cells; their response is damped by the HU therapy. It has been shown that HU decreases levels 

Figure 4. Hydroxyurea therapy reduces the capacity of activated monocytes to produce multiple pro-
inflammatory cytokines. Polyfunctional analysis of TF− (A) and TF+ (B) monocytes upon LPS stimulation 
was performed in PBMC from SCA patients undertaking or not hydroxyurea. Data were compared using the 
Mann-Whitney U test. *p < 0.05, **p < 0.01, ***p < 0.0001. (C) The overall cytokine expression profiles of 
activated TF− or TF+ monocytes from SCA patients treated or not with hydroxyurea were compared using the 
chi-square test. ***p < 0.0001. (D) Frequencies of monocytes producing more than 1 cytokine in vitro were 
compared between SCA patients undertaking (n = 17) or not (n = 20) hydroxyurea using the Mann-Whitney U 
test. ***p < 0.0001.
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of TNF-α, IL-819, IL-1β36 and IL-637 in both plasma and serum of SCA individuals. More recently, it has been 
demonstrated that heme is able to increase IL-6 expression in SCA monocytes, since addition of iron chelator 
decreased its expression38. Considering that heme is released during hemolysis, these findings argue that intra-
vascular hemolysis may play a pivotal role in monocyte activation in SCA. Collectively, these data indicate that 
HU affects not only monocyte subsets but also the ability of these cells to produce pro-inflammatory cytokines.

TF production at sites of vascular damage promotes the activation of VII factor, thrombin generation and 
fibrin deposition39. The mechanism underlying TF production and expression in both endothelial cells and 
monocytes has been extensively investigated in SCA40. A suggested that heme from intravascular hemolysis can 
activate endothelial cells and leading to NF-kB nuclear translocation40. These events promote transcription of 
adhesion molecules such as P-selectin and pro-inflammatory cytokines40. The participation of TF from mono-
cytes and endothelial cells on VOE has also been related to microparticles production during steady state, and it 
is dramatically augmented during crisis41, which can contribute to VOE. Here we found that HU therapy reduced 
TF expression by activated monocytes in patients undergoing treatment, corroborating with previous findings 
demonstrating decreased TF protein levels in plasma42. Our results further confirmed that TF+ monocytes are 
associated to occurrence of VOE in the study population. TF+ monocytes are described to be increased in SCA 
individuals (HbSS) compared to those with HbSC disease or controls21. In addition, frequency of TF+ monocytes 
has been shown to correlate with reticulocyte and leukocyte counts and soluble E-selectin levels21. Finally, other 
studies have shown that percentage of TF+ monocytes in peripheral blood increases during VOE43.

Immune cells polyfunctionality, in terms of cytokine production, has been recently described in lympho-
cytes44 and monocytes10, in the context of infectious diseases. In sterile inflammatory conditions such as SCA, the 
polyfunctionality still remains to be evaluated. In the present study, we investigated the cytokine profile produc-
tion of both TF+ and TF− monocytes and also tested the effect of HU in production of multiple pro-inflammatory 
cytokines. Our data provide evidence that patients who were not under HU therapy have increased frequency of 
monocytes simultaneously producing TF, IL-1β, IL-6, IL-8 and TNF-α. Nonetheless, HU substantially dampened 
such production without affecting cell death. This result suggests that the inflammatory response promoted by 
activated monocytes relies on the production of multiple pro-inflammatory cytokines and is directly affected by 
HU therapy.

Lastly, our correlation analyses revealed that frequency of classical monocytes was positively correlated with 
percentage of cells producing TF as well as all the inflammatory cytokines examined in the entire study popula-
tion. The role of classical monocytes on production of pro-inflammatory cytokines has been previously shown 
in healthy individuals7. In hematological diseases such as chronic myelomonocytic leukemia (CMML), it was 
shown that classical monocytes account for 94% of total monocytes and that this frequency could be useful to 

Figure 5. Ex vivo frequency of CD14++CD16− monocytes in peripheral blood directly correlates with 
the capacity of activated monocytes to produce pro-inflammatory cytokines. (A) Frequencies of classical 
monocytes in peripheral blood from SCA patients undertaking or not hydroxyurea were tested for correlations 
with frequencies of monocytes expressing indicated markers after LPS stimulation in vitro. Data were compared 
using the Spearman correlation rank test. (B) Spearman correlations between frequency of monocytes subsets 
and frequency of monocytes expressing IL-1 β, IL-6, IL-8, TF, or TNF-α in SCA patients. HU group n = 17 
and no HU group n = 20. Bars represent the strength of correlation (r values). Red bar indicates statistically 
significant correlation (p < 0.05 after adjustment for multiple comparisons) while grey bars were nonsignificant.
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distinguish between CMML and reactive monocytosis45. A model of lung ischemia-reperfusion injury has shown 
that classical monocytes were mobilized from the spleen and they also mediated neutrophil extravasation for the 
sites of injury46. During human immunodeficiency virus (HIV) infection, classical monocytes were shown to have 
increased capacity to promote activation of TF and to produce multiple pro-inflammatory cytokines suggesting 
their ability to crosstalk coagulation and inflammation10. Regarding sickle cell disease, previous evaluation of 
monocytes subsets has identified that non-classical or patrolling monocytes express low levels of TNF-α and IL-6 
and they seem to be important protecting the microvasculature from VOE35. To our knowledge, this is the first 
study to determine ex vivo characterization of monocytes subsets and to identify their polyfunctionality in SCA. 
Of note, the association between TF-expressing monocytes and occurrence of VOE also highlights the impor-
tance of these cells in vascular complications linked to SCA.

In summary, our data corroborate with previous studies that show beneficial effects of HU therapy in SCA. 
We show that HU is associated with the improvement of laboratory parameters, to decreased frequency and acti-
vation of the classical inflammatory monocytes. Importantly, HU therapy directly dampened the polyfunctional 
capacity of monocytes, suggesting an overall anti-inflammatory property which the molecular mechanism still 
requires elucidation. Considerations regarding monocytes subsets, activation profile and cytokine production are 
useful to suggest novel therapeutic targets and may help to understand the inflammatory mechanism underlying 
SCA.

Material and Methods
Subjects. Thirty-seven pediatric SCA patients (HbSS genotype) were enrolled in the present study, eighteen 
(48.6%) of whom were female, all seen at the Bahia Hemotherapy and Hematology Foundation from August 2017 
to December 2017. The patients had an average age of 14.16 ± 3.08 years and a median age of 14 years (interquar-
tile range [IQR]: 12–17 years). All patients were in steady state of sickle cell anemia, characterized as the absence 
of acute crisis in the past three months prior to blood collection procedures. Three patients have had stroke and 
were under blood transfusion therapy; one patient had received transfusion 10 months before study enrollment 
and the other two had received 30 days before enrollment. Twenty patients were not under HU therapy while 17 
patients were taking HU for at least 5 months. Prior to enrollment in the study informed consent was obtained 
from all individual participants. Legal guardians agreed to allow the biological sample collection procedures 
and signed terms of informed consent of all individuals under 18 years, while individuals older than 18 years 
have signed the assent form. This study received approval from the Institutional Research Board of São Rafael 
Hospital (protocol number: 1400535) and is in compliance with the ethical principles of the revised Declaration 
of Helsinki.

Clinical manifestations. At the time of enrollment, clinical data regarding the occurrence of previous clini-
cal manifestations (e.g. VOE) were collected using a standardized questionnaire (self-reported or reported by the 
parents) and confirmed by the medical records. Patients or their legal guardians were asked whether they ever had 
or not, during their lifetime, any clinical manifestation related to SCA. Hospital admissions were defined as hos-
pitalization for more than three days and VOE were defined as acute pain affecting any body part lasting several 
hours in association with swelling especially in the joints and soft tissues requiring medication. Patients with pre-
vious history of VOE presented at least one episode of VOE (ranging from 1 to 5 events) in the past six months.

Laboratory characterization. Hematological parameters were obtained using a Beckman Coulter LH 780 
Hematology Analyzer (Beckman Coulter, Brea, California, USA) and hemoglobin patterns were confirmed by 
high-performance liquid chromatography employing an HPLC/Variant-II hemoglobin testing system (Bio-Rad, 
Hercules, California, USA). Biochemical parameters, including lipid profile, total bilirubin and fractions, lactate 
dehydrogenase, iron, hepatic metabolism and renal profile were determined using an automated A25 chem-
istry analyzer (Biosystems S.A, Barcelona, Catalunya, Spain). Ferritin levels were determined using Access 2 
Immunochemistry System (Beckman Coulter Inc., Pasadena, California, USA). C-reactive protein and alpha-1 
antitrypsin levels were measured using IMMAGE® Immunochemistry System (Beckman Coulter Inc., Pasadena, 
California, USA). Laboratory parameters were analyzed at the Clinical Analyses Laboratory of the College of 
Pharmaceutical Sciences (Universidade Federal da Bahia).

Ex vivo monocyte phenotyping by flow cytometry. Fresh peripheral blood mononuclear cells 
(PBMC) were obtained from SCA patients’ blood samples collected with heparin, through gradient centrifu-
gation on Ficoll Paque Plus (Gibco, GE Healthcare Bio-Sciences Corp. Piscataway, NJ, USA) at room tempera-
ture. Isolated PBMC was cryopreserved in 90% of fetal bovine serum (FBS, Gibco, GE Healthcare Bio-Sciences 
Corp. Piscataway, NJ, USA) and 10% of DMSO (Sigma, St. Louis, MO, USA) until flow cytometry assay. All 
the samples were processed within one hour after collection. PBMC were thawed and resuspended in RPMI 
1640 supplemented with 10% FBS at 106 cells per well in 96-well plates. Cells were washed and resuspended 
in complete media with Brefeldin-A (Biolegend, San Diego, California, USA) and Monensin (Biolegend, San 
Diego, California, USA), two molecules capable to stop Golgi apparatus and vesicles secretion47,48, in order to 
block cytokine secretion and stimulated with 100 ng/mL of LPS, a well-known TLR4 agonist in order to increase 
cytokine and TF expression (Sigma, St. Louis, MO, USA) for 6 hours at 37 °C in 5% CO2. Following stimulation, 
extracellular staining of phenotypic markers was performed. Monocyte immunophenotyping was carried out by 
detection of CD14 (Qdot 605), CD16 (PE-Cy7), HLA-DR (APC-Cy7) on cell surface. Several lineage markers 
including CD2, CD3, CD19, CD20, CD56 (Pacific Blue) were used to exclude other cells aside from monocytes of 
the analyses (see flow cytometry example plots in Supplementary Fig. 1). Dead cells and debris were also excluded 
by using Aqua fluorescent reactive Live/Dead dye (ThermoFisher Scientific, Waltham, MA, USA). Based on CD14 
and CD16 surface expression, three monocyte subsets were examined: classical/inflammatory (CD14++CD16−), 
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intermediate (CD14+CD16+) and non-classical (CD14dimCD16+) monocytes. To determine monocyte func-
tionality, cells were fixed and permeabilized using the Intracellular Fixation & Permeabilization Buffer Set 
from eBioscience (ThermoFisher) and intracellular staining was performed detecting TNF-α (PerCP-Cy5.5), 
TF (APC), IL-8 (FITC), IL-1β (PE) and IL-6 (AF-700). Our results of flow cytometry assay are described as 
percentage of positive cells among HLADR+DUMP− cells (which in the present investigation are denominated 
“monocytes”, as described in overall gating strategy in the Fig. S1), per a total of 106 PBMC/well for each exper-
iment. Description of antibody clones, conjugated fluorochromes, catalog numbers and dilutions used is shown 
in Table S3. Antibodies dilutions were carried out according to each manufacturer’s instructions and validated 
in titration experiments. Acquisition of the stained cells was performed using a BD LSRFortessa™ cell analyzer 
(BD Bioscience, San Jose, CA, USA) and Software FlowJo, LLC (BD Bioscience, San Jose, CA, USA) was used to 
analyze the data.

Statistical analysis. Statistical analyses were performed using the Statistical Package for the Social Sciences 
(SPSS) version 20.0 software (IBM, Armonk, New York, USA), JMP software v.12 (SAS Institute, Cary, North 
Carolina, USA) and GraphPad Prism version 6.0 (Graphpad Software, San Diego, California, USA), which was 
also used to assemble the graphs. Baseline values of selected variables are expressed as means with their respective 
standard variation. The Shapiro-Wilk test was used to determine variable distribution. The Mann-Whitney U test 
and independent t-test were used to compare the groups according to the normality of the distribution for each 
variable. Fisher’s exact test was used to compare frequency of clinical manifestations as well as sex distribution 
between the patients groups. Spearman correlation rank analysis was performed to test correlations between 
frequency of monocyte subsets and cytokine production profiles. Results were adjusted for multiple comparisons 
using Bonferroni’s method. Receiver Operator Characteristics (ROC) curve analysis was used to test the asso-
ciation between frequency of TF-expressing monocytes in blood and occurrence of VOE. Pearson’s qui-square 
test was employed to compare the polyfunctionality profiles of monocytes10. All analyses were pre-specified. P 
values < 0.05, after correction for multiple measurements using the Holm-Bonferroni method were considered 
statistically significant.

References
 1. Kato, G. J. et al. Sickle cell disease. Nature reviews. Disease primers 4, 18010, https://doi.org/10.1038/nrdp.2018.10 (2018).
 2. Guarda, C. C. D. et al. Heme-mediated cell activation: the inflammatory puzzle of sickle cell anemia. Expert review of hematology 10, 

533–541, https://doi.org/10.1080/17474086.2017.1327809 (2017).
 3. Manwani, D. & Frenette, P. S. Vaso-occlusion in sickle cell disease: pathophysiology and novel targeted therapies. Blood 122, 

3892–3898, https://doi.org/10.1182/blood-2013-05-498311 (2013).
 4. Henson, P. M. & Hume, D. A. Apoptotic cell removal in development and tissue homeostasis. Trends in immunology 27, 244–250, 

https://doi.org/10.1016/j.it.2006.03.005 (2006).
 5. Kratofil, R. M., Kubes, P. & Deniset, J. F. Monocyte Conversion During Inflammation and Injury. Arteriosclerosis, thrombosis, and 

vascular biology 37, 35–42, https://doi.org/10.1161/ATVBAHA.116.308198 (2017).
 6. Ingersoll, M. A., Platt, A. M., Potteaux, S. & Randolph, G. J. Monocyte trafficking in acute and chronic inflammation. Trends in 

immunology 32, 470–477, https://doi.org/10.1016/j.it.2011.05.001 (2011).
 7. Boyette, L. B. et al. Phenotype, function, and differentiation potential of human monocyte subsets. PloS one 12, e0176460, https://

doi.org/10.1371/journal.pone.0176460 (2017).
 8. Grage-Griebenow, E., Flad, H. D. & Ernst, M. Heterogeneity of human peripheral blood monocyte subsets. Journal of leukocyte 

biology 69, 11–20 (2001).
 9. Grun, J. L. et al. High-Density Lipoprotein Reduction Differentially Modulates to Classical and Nonclassical Monocyte 

Subpopulations in Metabolic Syndrome Patients and in LPS-Stimulated Primary Human Monocytes In Vitro. Journal of immunology 
research 2018, 2737040, https://doi.org/10.1155/2018/2737040 (2018).

 10. Schechter, M. E. et al. Inflammatory monocytes expressing tissue factor drive SIV and HIV coagulopathy. Science translational 
medicine 9, https://doi.org/10.1126/scitranslmed.aam5441 (2017).

 11. Andrade, B. B. et al. Mycobacterial antigen driven activation of CD14++CD16- monocytes is a predictor of tuberculosis-associated 
immune reconstitution inflammatory syndrome. PLoS pathogens 10, e1004433, https://doi.org/10.1371/journal.ppat.1004433 
(2014).

 12. Woollard, K. J. & Geissmann, F. Monocytes in atherosclerosis: subsets and functions. Nature reviews. Cardiology 7, 77–86, https://
doi.org/10.1038/nrcardio.2009.228 (2010).

 13. Nahrendorf, M., Pittet, M. J. & Swirski, F. K. Monocytes: protagonists of infarct inflammation and repair after myocardial infarction. 
Circulation 121, 2437–2445, https://doi.org/10.1161/CIRCULATIONAHA.109.916346 (2010).

 14. Belcher, J. D., Marker, P. H., Weber, J. P., Hebbel, R. P. & Vercellotti, G. M. Activated monocytes in sickle cell disease: potential role 
in the activation of vascular endothelium and vaso-occlusion. Blood 96, 2451–2459 (2000).

 15. Safaya, S., Steinberg, M. H. & Klings, E. S. Monocytes from sickle cell disease patients induce differential pulmonary endothelial 
gene expression via activation of NF-kappaB signaling pathway. Molecular immunology 50, 117–123, https://doi.org/10.1016/j.
molimm.2011.12.012 (2012).

 16. Carvalho, M. O. S. et al. Inflammatory mediators in sickle cell anaemia highlight the difference between steady state and crisis in 
paediatric patients. British journal of haematology, https://doi.org/10.1111/bjh.14896 (2017).

 17. Brittain, J. E. & Parise, L. V. Cytokines and plasma factors in sickle cell disease. Current opinion in hematology 14, 438–443, https://
doi.org/10.1097/MOH.0b013e3282a4a673 (2007).

 18. Cajado, C. et al. TNF-alpha and IL-8: serum levels and gene polymorphisms (−308G>A and −251A>T) are associated with 
classical biomarkers and medical history in children with sickle cell anemia. Cytokine 56, 312–317, https://doi.org/10.1016/j.
cyto.2011.07.002 (2011).

 19. Lanaro, C. et al. Altered levels of cytokines and inflammatory mediators in plasma and leukocytes of sickle cell anemia patients and 
effects of hydroxyurea therapy. Journal of leukocyte biology 85, 235–242, https://doi.org/10.1189/jlb.0708445 (2009).

 20. Spronk, H. M., ten Cate, H. & van der Meijden, P. E. Differential roles of tissue factor and phosphatidylserine in activation of 
coagulation. Thrombosis research 133(Suppl 1), S54–56, https://doi.org/10.1016/j.thromres.2014.03.022 (2014).

 21. Setty, B. N. et al. Tissue factor-positive monocytes in children with sickle cell disease: correlation with biomarkers of haemolysis. 
British journal of haematology 157, 370–380, https://doi.org/10.1111/j.1365-2141.2012.09065.x (2012).

 22. Solovey, A., Gui, L., Key, N. S. & Hebbel, R. P. Tissue factor expression by endothelial cells in sickle cell anemia. The Journal of clinical 
investigation 101, 1899–1904, https://doi.org/10.1172/JCI1932 (1998).

https://doi.org/10.1038/s41598-019-51339-x
https://doi.org/10.1038/nrdp.2018.10
https://doi.org/10.1080/17474086.2017.1327809
https://doi.org/10.1182/blood-2013-05-498311
https://doi.org/10.1016/j.it.2006.03.005
https://doi.org/10.1161/ATVBAHA.116.308198
https://doi.org/10.1016/j.it.2011.05.001
https://doi.org/10.1371/journal.pone.0176460
https://doi.org/10.1371/journal.pone.0176460
https://doi.org/10.1155/2018/2737040
https://doi.org/10.1126/scitranslmed.aam5441
https://doi.org/10.1371/journal.ppat.1004433
https://doi.org/10.1038/nrcardio.2009.228
https://doi.org/10.1038/nrcardio.2009.228
https://doi.org/10.1161/CIRCULATIONAHA.109.916346
https://doi.org/10.1016/j.molimm.2011.12.012
https://doi.org/10.1016/j.molimm.2011.12.012
https://doi.org/10.1111/bjh.14896
https://doi.org/10.1097/MOH.0b013e3282a4a673
https://doi.org/10.1097/MOH.0b013e3282a4a673
https://doi.org/10.1016/j.cyto.2011.07.002
https://doi.org/10.1016/j.cyto.2011.07.002
https://doi.org/10.1189/jlb.0708445
https://doi.org/10.1016/j.thromres.2014.03.022
https://doi.org/10.1111/j.1365-2141.2012.09065.x
https://doi.org/10.1172/JCI1932


1 0Scientific RepoRtS |         (2019) 9:14829  | https://doi.org/10.1038/s41598-019-51339-x

www.nature.com/scientificreportswww.nature.com/scientificreports/

 23. Steinberg, M. H. et al. Effect of hydroxyurea on mortality and morbidity in adult sickle cell anemia: risks and benefits up to 9 years 
of treatment. Jama 289, 1645–1651, https://doi.org/10.1001/jama.289.13.1645 (2003).

 24. Charache, S. et al. Hydroxyurea and sickle cell anemia. Clinical utility of a myelosuppressive “switching” agent. The Multicenter 
Study of Hydroxyurea in Sickle Cell Anemia. Medicine 75, 300–326 (1996).

 25. Rodgers, G. P., Dover, G. J., Noguchi, C. T., Schechter, A. N. & Nienhuis, A. W. Hematologic responses of patients with sickle cell 
disease to treatment with hydroxyurea. The New England journal of medicine 322, 1037–1045, https://doi.org/10.1056/
NEJM199004123221504 (1990).

 26. Yahouédéhou, S. C. M. A. et al. Sickle Cell Anemia Patients in Use of Hydroxyurea: Association between Polymorphisms in Genes 
Encoding Metabolizing Drug Enzymes and Laboratory Parameters. Disease Markers 2018, 11, https://doi.org/10.1155/2018/6105691 
(2018).

 27. Wang, W. C. et al. Hydroxycarbamide in very young children with sickle-cell anaemia: a multicentre, randomised, controlled trial 
(BABY HUG). The Lancet 377, 1663–1672 (2011).

 28. Singhal, R. et al. Development of pro-inflammatory phenotype in monocytes after engulfing Hb-activated platelets in hemolytic 
disorders. Clin Immunol 175, 133–142, https://doi.org/10.1016/j.clim.2016.12.007 (2017).

 29. Yotsumoto Fertrin, K. et al. Monocyte Shift to a Non-Classical CD14dim/CD16+ Phenotype Correlates with Fetal Hemoglobin 
Levels in Sickle Cell Anemia Patients Treated with Hydroxyurea. Blood 120, 817–817 (2012).

 30. Figueiredo, R. T. et al. Characterization of heme as activator of Toll-like receptor 4. The Journal of biological chemistry 282, 
20221–20229, https://doi.org/10.1074/jbc.M610737200 (2007).

 31. Kim, S. et al. Signaling of high mobility group box 1 (HMGB1) through toll-like receptor 4 in macrophages requires CD14. Mol Med 
19, 88–98, https://doi.org/10.2119/molmed.2012.00306 (2013).

 32. Akbarshahi, H. et al. TLR4 dependent heparan sulphate-induced pancreatic inflammatory response is IRF3-mediated. Journal of 
translational medicine 9, 219, https://doi.org/10.1186/1479-5876-9-219 (2011).

 33. Solovey, A. et al. A monocyte-TNF-endothelial activation axis in sickle transgenic mice: Therapeutic benefit from TNF blockade. 
American journal of hematology 92, 1119–1130, https://doi.org/10.1002/ajh.24856 (2017).

 34. Penkert, R. R. et al. Inflammatory molecule reduction with hydroxyurea therapy in children with sickle cell anemia. Haematologica 
103, e50–e54, https://doi.org/10.3324/haematol.2017.177360 (2018).

 35. Liu, Y. et al. HO-1(hi) patrolling monocytes protect against vaso-occlusion in sickle cell disease. Blood 131, 1600–1610, https://doi.
org/10.1182/blood-2017-12-819870 (2018).

 36. Keikhaei, B. et al. Altered levels of pro-inflammatory cytokines in sickle cell disease patients during vaso-occlusive crises and the 
steady state condition. European cytokine network 24, 45–52, https://doi.org/10.1684/ecn.2013.0328 (2013).

 37. Bandeira, I. C. et al. Chronic inflammatory state in sickle cell anemia patients is associated with HBB(*)S haplotype. Cytokine 65, 
217–221, https://doi.org/10.1016/j.cyto.2013.10.009 (2014).

 38. Dagur, P. K. et al. Haem augments and iron chelation decreases toll-like receptor 4 mediated inflammation in monocytes from sickle 
cell patients. British journal of haematology 181, 552–554, https://doi.org/10.1111/bjh.14663 (2018).

 39. Ito, T. PAMPs and DAMPs as triggers for DIC. Journal of intensive care 2, 67, https://doi.org/10.1186/s40560-014-0065-0 (2014).
 40. Belcher, J. D. et al. Heme triggers TLR4 signaling leading to endothelial cell activation and vaso-occlusion in murine sickle cell 

disease. Blood 123, 377–390, https://doi.org/10.1182/blood-2013-04-495887 (2014).
 41. Shet, A. S. et al. Sickle blood contains tissue factor-positive microparticles derived from endothelial cells and monocytes. Blood 102, 

2678–2683, https://doi.org/10.1182/blood-2003-03-0693 (2003).
 42. Colella, M. P. et al. Hydroxyurea is associated with reductions in hypercoagulability markers in sickle cell anemia. Journal of 

thrombosis and haemostasis: JTH 10, 1967–1970, https://doi.org/10.1111/j.1538-7836.2012.04861.x (2012).
 43. Soliman, M. & Ragab, S. Tissue factor-positive monocytes in children with sickle cell disease: relation to vaso-occlusive crisis. The 

Egyptian Journal of Haematology 40, 177–184, https://doi.org/10.4103/1110-1067.170203 (2015).
 44. Hsu, D. C. et al. Emergence of Polyfunctional Cytotoxic CD4+ T Cells in Mycobacterium avium Immune Reconstitution 

Inflammatory Syndrome in Human Immunodeficiency Virus-Infected Patients. Clinical infectious diseases: an official publication of 
the Infectious Diseases Society of America, https://doi.org/10.1093/cid/ciy016 (2018).

 45. Selimoglu-Buet, D. et al. Accumulation of classical monocytes defines a subgroup of MDS that frequently evolves into CMML. Blood 
130, 832–835, https://doi.org/10.1182/blood-2017-04-779579 (2017).

 46. Hsiao, H. M. et al. Spleen-derived classical monocytes mediate lung ischemia-reperfusion injury through IL-1beta. The Journal of 
clinical investigation, https://doi.org/10.1172/JCI98436 (2018).

 47. Chardin, P., McCormick, F. & Brefeldin, A. the advantage of being uncompetitive. Cell 97, 153–155, https://doi.org/10.1016/s0092-
8674(00)80724-2 (1999).

 48. Mollenhauer, H. H., Morre, D. J. & Rowe, L. D. Alteration of intracellular traffic by monensin; mechanism, specificity and 
relationship to toxicity. Biochimica et biophysica acta 1031, 225–246, https://doi.org/10.1016/0304-4157(90)90008-z (1990).

Acknowledgements
Firstly, we would like to thank to all the SCA patients involved in this study. We also would like to thank to MD 
Larissa Carneiro Rocha and all the staff at the Bahia Hemotherapy and Hematology Foundation for the valuable 
help with the sample collect. Finally, the authors thank Drs Kiyoshi Fukutani and Artur Queiroz (Fundação 
Oswaldo Cruz, Salvador, Bahia, Brazil) for revising the statistical analyses. CCG received a scholarship from 
CNPq and PSMSM received scholarship from FAPESB. V.M.B., B.B.A and MSG have productivity scholarship 
from CNPq. The work from BBA was supported by the National Institutes of Health (U01AI115940). The work 
from MSG was supported by the Conselho Nacional de Desenvolvimento Científico e Tecnológico (CNPq 
470959/2014-2 and 405595/2016-6).

Author Contributions
C.C.G. and P.S.M.S.M. designed and performed all the experiments and co-wrote the manuscript. C.C.G., 
S.C.M.A.Y., R.P.S., M.M.A., C.V.B.F., L.M.F., S.P.C. and R.M.O. collected all the samples and performed the 
laboratory characterization. V.M.L.N. assisted the patients. N.F.L., V.M.B., B.B.A. and M.S.G. conceptualized and 
supervised the study and critically revised the manuscript.

Additional Information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-019-51339-x.
Competing Interests: The authors declare no competing interests.

https://doi.org/10.1038/s41598-019-51339-x
https://doi.org/10.1001/jama.289.13.1645
https://doi.org/10.1056/NEJM199004123221504
https://doi.org/10.1056/NEJM199004123221504
https://doi.org/10.1155/2018/6105691
https://doi.org/10.1016/j.clim.2016.12.007
https://doi.org/10.1074/jbc.M610737200
https://doi.org/10.2119/molmed.2012.00306
https://doi.org/10.1186/1479-5876-9-219
https://doi.org/10.1002/ajh.24856
https://doi.org/10.3324/haematol.2017.177360
https://doi.org/10.1182/blood-2017-12-819870
https://doi.org/10.1182/blood-2017-12-819870
https://doi.org/10.1684/ecn.2013.0328
https://doi.org/10.1016/j.cyto.2013.10.009
https://doi.org/10.1111/bjh.14663
https://doi.org/10.1186/s40560-014-0065-0
https://doi.org/10.1182/blood-2013-04-495887
https://doi.org/10.1182/blood-2003-03-0693
https://doi.org/10.1111/j.1538-7836.2012.04861.x
https://doi.org/10.4103/1110-1067.170203
https://doi.org/10.1093/cid/ciy016
https://doi.org/10.1182/blood-2017-04-779579
https://doi.org/10.1172/JCI98436
https://doi.org/10.1016/s0092-8674(00)80724-2
https://doi.org/10.1016/s0092-8674(00)80724-2
https://doi.org/10.1016/0304-4157(90)90008-z
https://doi.org/10.1038/s41598-019-51339-x


1 1Scientific RepoRtS |         (2019) 9:14829  | https://doi.org/10.1038/s41598-019-51339-x

www.nature.com/scientificreportswww.nature.com/scientificreports/

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

https://doi.org/10.1038/s41598-019-51339-x
http://creativecommons.org/licenses/by/4.0/

	Hydroxyurea alters circulating monocyte subsets and dampens its inflammatory potential in sickle cell anemia patients
	Results
	Impact of hydroxyurea therapy on laboratory parameters and clinical manifestations. 
	Characterization of monocytes subsets of SCA patients under hydroxyurea therapy. 
	Modulation of cytokine production by monocytes driven by hydroxyurea. 
	Effect of hydroxyurea treatment in tissue factor expression and vaso-occlusion events. 
	TF-expressing monocytes are associated to vaso-occlusive events. 
	Capacity of monocyte to produce multiple inflammatory cytokines is affected by hydroxyurea. 
	Frequency of classical monocytes ex vivo and capacity to produce pro-inflammatory cytokines upon LPS stimulation in vitro. 

	Discussion
	Material and Methods
	Subjects. 
	Clinical manifestations. 
	Laboratory characterization. 
	Ex vivo monocyte phenotyping by flow cytometry. 
	Statistical analysis. 

	Acknowledgements
	Figure 1 Hydroxyurea therapy induces major changes in peripheral blood monocyte subsets in patients with sickle cell anemia.
	Figure 2 Hydroxyurea therapy negatively impacts production of pro-inflammatory cytokines of monocytes in response to LPS.
	Figure 3 Sickle cell anemia-associated tissue factor production by monocytes in response to LPS is diminished by hydroxyurea treatment in vivo.
	Figure 4 Hydroxyurea therapy reduces the capacity of activated monocytes to produce multiple pro-inflammatory cytokines.
	Figure 5 Ex vivo frequency of CD14++CD16− monocytes in peripheral blood directly correlates with the capacity of activated monocytes to produce pro-inflammatory cytokines.




