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S1Fig. Inversionsin theHGSV.

S2Fig. Breakpoint of theinversion in G248.



S3Fig. Additional genotypingof inversion allelein phenotypically normal individuals.

�

S4Fig. Inversionsbetween A1aand A1b LCRsappear to berecurrent.

S5Fig. Array and semi-quantitativePCR results. A

B

S6Fig. Jct2 and other breakpoint junctionsfrom patientsin thestudy.



S7Fig. qPCR resultsfor Jct1.

S8Fig. Jct1 cloningand sequencing.

S9Fig. PCRgenotyping of H2haplotypein P113.

S10Fig. Alternative, recombination-mediated two-stepmechanism for quadruplication.

S11Fig. SNParray resultsfor quadruplication. A B



S1Table. Semi-quantitativeanalysisof HapMap Southern blots.

S2Table. Population distribution of H1and H2.

S3Table. Resultsof SNPand STRgenotyping.

S4Table. Semi-quantitativeanalysisof patient Southern blots.

S5Table. dPCR resultsfor FoSTeSJct 1 and 2/3 from qadruplication.
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S6Table. Primersand probesused in themanuscript.
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